rage ». <ji d 




OIPE 



RAW SEQUENCE LISTING DATE : 03/21/2002 

PATENT APPLICATION : US/10/007,267 TIME : 14:06:43 

Input Set : N:\Crf3\RULE60\10007267.raw 
Output Set: N:\CRF3\03212002\J007267.raw 



SEQUENCE LISTING 

1 (1) GENERAL INFORMATION 



"SE C 0 N /i»V 0 E SlO^ C GLYcSs™BM SFEMSE S FOB BIOSYNTHESIS OF 
(H) TITLE OF OLIGOSACCHARIDES, AND GENES ENCODING THEM 



2 
3 
4 

5 (iii) NUMBER OF SEQUENCES: 12 

6 (iv) CORRESPONDENCE ADDRESS : 

7 (A) ADDRESSEE: Klauber & Jackson 

8 (B) STREET: 411 Hackensack Avenue 

9 (C) CITY: Hackensack 
10 (D) STATE: New Jersey 
X1 (E) COUNTRY: USA 

12 ( F ) ZIP : 07601 

13 (v) COMPUTER READABLE FORM: 

14 (A) MEDIUM TYPE: Floppy disk 

15 (B) COMPUTER: IBM PC compatible 

(C) OPERATING SYSTEM: PC-DOS/MS-DOS 

17 (D) SOFTWARE: Patentln Release #1.0, Version #1.25 

18 (vi) CURRENT APPLICATION DATA: 

> 19 (A) APPLICATION NUMBER: US/10/0 07 , 267 

c \l > 20 (B) FILING DATE: 03-Dec-2001 

21 (C) CLASSIFICATION: 

22 (vii) PRIOR APPLICATION DATA: 

23 (A) APPLICATION NUMBER: US/09/333,412 

24 (B) FILING DATE: 15-Jun-1999 

26 (A) APPLICATION NUMBER: 08/312,387 

27 (B) FILING DATE: July 7, 1994 

28 (viii) ATTORNEY/AGENT INFORMATION: 

29 % ' (A) NAME : Jackson Esq., David A. 

30 (B) REGISTRATION NUMBER: 26,742 

31 ( C) REFERENCE/DOCKET NUMBER: 600-1-095 

32 (ix) TELECOMMUNICATION INFORMATION: 

33 (A) TELEPHONE: 201 487-5800 

34 (B) TELEFAX: 201 343-1684 

35 (C) TELEX: 133521 

36 (2) INFORMATION FOR SEQ ID NO : 1: 

37 (i) SEQUENCE CHARACTERISTICS: 

38 (A) LENGTH: 5859 base pairs 

39 (B) TYPE: nucleic acid 

40 (C) STRANDEDNESS : both 

41 (D) TOPOLOGY: unknown 

42 (ii) MOLECULE TYPE: DNA (genomic) 
4 3 (iii) HYPOTHETICAL: NO 
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(iv) ANTI-SENSE: NO 
(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Neisseria gonorrheae 

(B) STRAIN: F62 
(ix) FEATURE: 

(A) NAME/KEY: CDS 

(B) LOCATION: 1. . 381 

GENE: glys (glycyl tRNA syntetase beta chain) 
(ix) FEATURE: 

CDS 

445. .1491 



GENE: 
(ix) 



(A) NAME/KEY: 

(B) LOCATION: 
GENE: lgtA 
(ix) FEATURE: 

(A) NAME/KEY: CDS 

(B) LOCATION: 2342 . . 3262 
GENE: lgtC 

(ix) FEATURE: 

(A) NAME/KEY: CDS 

(B) LOCATION: 3322.. 4335 
lgtD 

FEATURE : 

(A) NAME/KEY: CDS 

(B) LOCATION: 4354.. 5196 
GENE: lgtE 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 1: 
CTG CAG GCC GTC GCC GTA TTC AAA CAA CTG CCC 
Leu Gin Ala Val Ala Val Phe Lys Gin Leu Pro 

1 5 10 

GCC GCC GCC AAC AAA CGC GTG CAA AAC CTG CTG 
Ala Ala Ala Asn Lys Arg Val Gin Asn Leu Leu 

20 25 
GCG TTG GGC GAA GTC AAT GAA AGC CTG CTG CAA 
Ala Leu Gly Glu Val Asn Glu Ser Leu Leu Gin 

35 40 
GCC CTG TAC GCT GCC GCG CAA GGT TTG CAG CCG 
Ala Leu Tyr Ala Ala Ala Gin Gly Leu Gin Pro 

50 55 
GTC GCC GAA GGC AAT TTC CGA ACC GCC TTG TCC 
Val Ala Glu Gly Asn Phe Arg Thr Ala Leu Ser 
65 70 75 

AAG CCG CAG GTT GAT GCC TTC TTC GAC GGC GTG 
Lys Pro Gin Val Asp Ala Phe Phe Asp Gly Val 

85 90 
GAT GCC GCC GTA AAA CAA AAC CGC CTG AAC CTG 
Asp Ala Ala Val Lys Gin Asn Arg Leu Asn Leu 

100 105 
GAG CAG ATG AAC GCG GTG GCC GAC ATC GCG CTT 
Glu Gin Met Asn Ala Val Ala Asp He Ala Leu 
115 120 



GAA GCC GCC 
Glu Ala Ala 



AAA 
Lys 

CAG 
Gin 

AAA 
Lys 
60 
GAA 
Glu 



AAA GCC 
Lys Ala 
30 

GAC GAA 
Asp Glu 
45 

ATT GCC 
He Ala 

CTG GCT 
Leu Ala 



ATG GTG ATG 
Met Val Met 

CTG AAC CGC 
Leu Asn Arg 
110 

TTG GGC GAG 
Leu Gly Glu 
125 



GCG CTC 
Ala Leu 
15 

GAT GCC 
Asp Ala 

GAA AAA 
Glu Lys 

GCC GCC 
Ala Ala 

TCC GTC 
Ser Val 
80 

GCG GAA 
Ala Glu 
95 

TTG GCA 
Leu Ala 

TAACCGTTGT 



48 



96 
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240 
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336 



388 
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